The molecules of 10-methyl-8-phenyl-11-(3-pyridyl)-6,8-dihydro-5H-benzo [f] pyrazolo [3,4-b] quinoline, C 26 H 20 N 4 , (I), are linked by a single CÐHÁ Á ÁN hydrogen bond into cyclic R 4 4 (12) tetramers generated by a 4 axis. In isomeric 10-methyl-8-phenyl-11-(4-pyridyl)-6,8-dihydro-5H-benzo [f] pyrazolo [3,4-b] quinoline, (II), which crystallizes with Z H = 2 in space group P2 1 2 1 2, the two independent molecules are nearly enantiomeric but there are no direction-speci®c interactions between them.
Comment
We report here the structures of two isomeric 11-pyridyl-10-methyl-8-phenyl-6,8-dihydro-5H-benzo[f] pyrazolo [3,4-b] quinolines, (I) and (II). Compound (I) is a pyridyl analogue of the isostructural pair 11-(4-chlorophenyl)-10-methyl-8-phenyl-6,8-dihydro-5H-benzo [f] pyrazolo [3,4-b] quinoline, (III) (Serrano et al., 2005a) , and 11-(4-bromophenyl)- 10-methyl-8-phenyl-6,8-dihydro-5H-benzo[f] pyrazolo [3,4-b] quinoline, (IV) (Serrano et al., 2005b) , while compound (II) is a simple positional isomer of (I).
The non-aromatic carbocyclic rings in both compounds adopt screw-boat conformations, as shown by the ring-puckering parameters (Cremer & Pople, 1975; Evans & Boeyens, 1989) . For (I), these are = 71.0 (2) and 9 = 94.3 (33) for the atom sequence C4a/C5/C6/C6a/C11a/C11b (Fig. 1) , as compared with the idealized values, for an ring with equal bond distances throughout, of = 67.5 and 9 = (60k + 30) . In (II), for the atom sequences C11aÐC11bÐC14aÐC15Ð C16ÐC16a in molecule 1 and C21aÐC21bÐC24aÐC25Ð C26ÐC26a in molecule 2 (Fig. 2) , the corresponding values are 69.9 (5) and 214.9 (5) , respectively, in molecule 1, and 108.8 (4) and 33.1 (5)
, respectively, in molecule 2. In compounds (I) and (II), the molecules have no internal symmetry and they are chiral. For (I), the space group P42 1 c accommodates equal numbers of the two enantiomers, but for (II), in space group P2 1 2 1 2, each crystal will, in the absence of inversion twinning, contain just a single enantiomer. However, the ring-puckering parameters for compound (II) show that the two independent molecules are very close to being enantiomers (Fig. 2) , although no possible additional symmetry was detected.
The overall conformations in (I) and (II) are very similar. For example, the dihedral angles between the pyrazole ring and its pendent aryl ring are 18.3 (2) in (I), and 10.7 (2) and 16.7 (2) in (II), the dihedral angles between the two pyridine rings are 66.6 (2) in (I), and 75.4 (2) and 72.4 (2) in (II), and the dihedral angles between the fused pyridine ring and the fused aryl ring are 27.3 (2) in ( Figure 1 The molecule of (I), showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radii.
viz. one aryl and one pyridyl, is striking. The near coplanarity of the pyrazole and pendent aryl rings may be associated with the short intramolecular CÐHÁ Á ÁN contacts involving these rings (Tables 1 and 2 ). The modest differences between the corresponding values for the two molecules in compound (II) are suf®cient to preclude the possibility of additional symmetry. The bond distances and angles show no unusual values. The molecules in compound (I) are linked by a single CÐ HÁ Á ÁN hydrogen bond (Table 1) . Aryl atom C114 in the molecule at (x, y, z) acts as hydrogen-bond donor to the pyridyl atom N113 in the molecule at (y, 1 À x, 2 À z), while atom C114 at (y, 1 À x, 2 À z) in turn acts as donor to atom N113 at (1 À x, 1 À y, z). Propagation of this hydrogen bond thus produces a puckered R 4 4 (12) tetramer generated by the 4 axis along ( 1 2 , 1 2 , z) (Fig. 3) . A second such tetramer, related to the ®rst by the action of the c-glide planes, is generated by the 4 axis along (0, 0, z), but there are no direction-speci®c interactions between adjacent tetramers. By contrast, there are no direction-speci®c interactions of any kind between molecules of compound (II). In particular, the pyridyl N atoms N114 and N224 have no potential hydrogen-bond donors with NÁ Á ÁH distances less than 2.65 A Ê .
The very different space groups and patterns of supramolecular aggregation manifested by isomers (I) and (II) may be contrasted with their 4-haloaryl analogues (III) and (IV), which are strictly isomorphous and isostructural in space group P1, and where the molecules are linked by CÐ HÁ Á Á%(arene) hydrogen bonds, although CÐHÁ Á ÁN hydrogen bonds, as found here for (I), are absent from both (III) and (IV). 
Compound (I)
Crystal data The two independent molecules of (II), showing the atom-labelling schemes for (a) molecule 1 and (b) molecule 2. Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radii. Space group P42 1 c for (I) and P2 1 2 1 2 for (II) were both assigned uniquely from the systematic absences. All H atoms were located from difference maps and then treated as riding atoms, with CÐH distances of 0.95 (aromatic), 0.98 (CH 3 ) or 0.99 A Ê (CH 2 ), and with U iso (H) = 1.2U eq (C), or 1.5U eq (C) for the methyl groups. In the absence of signi®cant anomalous scattering, the Flack (1983) parameter was indeterminate for both compounds (Flack & Bernardinelli, 2000) . Hence, Friedel-equivalent re¯ections were merged prior to the ®nal re®nements. Accordingly, it was not possible to establish the absolute axis assignment in (I) or the absolute con®gurations of the molecules in the crystal of (II) selected for data collection (Jones, 1986) .
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